Supplementary
: Ratings of perceived taste intensity in response to five detailed concentrations (I to V) of tastants for sweet, salty, sour, and umami (n = 1019, 1016, 1014, 1016 and 1020 for the concentrations I, II, III, IV and V, respectively) in the whole population. Values are means and error bars are standard error of means. 2 : n = 1020 individuals (n = 365 men and 655 women).
3 : SD indicates standard deviation.
4 : P-value for the correlation coefficient (r: Spearman rho). 5 : Total taste score: the sum of the scores for the five tastes.
Supplementary Figure S2:
Total taste score (sum of intensity ratings of the five tastes) (points) in the whole population (n =1020) for the tastants at the maximum concentration tested (concentration V: PROP 5.5 mM; sucrose 400 mM, NaCl 200 mM; citric acid 34 mM; and MPG 200 mM).
Supplementary Figure S3:
Taste perception (intensity rating) of bitter (PROP 5.5 mM) and umami (MPG 200Mm) at concentration V by sex (n = 365 men and 655 women) and age groups [18-36 years (n = 342), 37-50 years (n = 329), and 51-80 years (n = 349)]. Means were adjusted for sex, age, diabetes, body mass index, smoking and medications (model 3). P-values show the statistical significance for the sex variable per age groups in the multivariate adjusted model 3. The P-value for interaction terms between sex and age for bitter and umami was additionally tested in their corresponding models 3. Error bars are SE. MPG: L-glutamic acid monopotassium salt monohydrate.
1 : Five representative tastants for the five tastes (PROP for bitter, sucrose for sweet, NaCl for salty, citric acid for sour and MPG for umami) were tested. Correlation coefficients (Spearman rho) for the intensity rating of the higher concentrations (Concentration V) used are presented.
2 : n = 1020 individuals. 3 : P-value for the correlation coefficient (r: Spearman rho).
Supplementary Figure S4 : Salty taste perception (intensity rating of NaCl, 200 mM) (n = 927) by the SCNN1B-rs239345 polymorphism for the recessive model (n = 481 for TT, n = 371 for TA, and n = 75 for AA) in the whole population, in men and women and by age groups. Means were adjusted for sex, age, diabetes, body mass index, smoking and medications (model 3). P-values show the statistical significance of the SCNN1B-rs239345 polymorphism, in the whole population, as well as the interaction terms between the SCNN1B-rs239345 polymorphism and sex and the SCNN1B-rs239345 polymorphism and age. All P-values were multivariate adjusted (model 3). The P-value for interaction term between the TAS2R38-rs713598 and age groups was additionally tested in model 3. Error bars are SE. 
